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Supplementary Fig. S1. Example of Maximum Likelihood (Tamura et
al., 2011 Whelan and Goldman (WAG) model, 1000 bootstrap replicates)
phylogeny of both BMP and TGF class ligands, used for partitioning of
genes into either of those two classes for further analysis. Phylogeny
based on alignment generated by MAFFT (Katoh and Standley 2013) using
the [-INS-i model. Sequences used in phylogenetic analysis, along with
alignment, can be found in Supplementary File 1. Scale bars represent

substitutions per site at given distances.



