
*Address correspondence to:  Tatsuo Michiue. Department of Life Sciences (Biology), Graduate School of Arts and Sciences, The University of Tokyo, 3-8-1, Komaba, 
Meguro-ku, Tokyo 153-8902 Japan. E-mail: tmichiue@bio.c.u-tokyo.ac.jp -   https://orcid.org/0000-0001-9047-0513

Full text for this paper is available at: https://doi.org/10.1387/ijdb.180110tm

www.intjdevbiol.com

 

SUPPLEMENTARY MATERIAL

corresponding to:

FRET-based tension measurement across actin-associated 
mechanotransductive structures using Lima1

SAYUKI HIRANO, TAKAYOSHI YAMAMOTO and TATSUO MICHIUE*



0
0,2
0,4
0,6
0,8

0 1 2 3 4
FR

E
T 

in
de

x

relative acceptor intensity

LimaTSA

0
0,2
0,4
0,6
0,8

0 1 2 3 4

FR
E

T 
in

de
x

relative acceptor intensity

LimaCSB

0

0,2

0,4

0,6

0,8

0 1 2 3 4

FR
E

T 
in

de
x

relative acceptor intensity

LimaTS

DMSO
Cyto B

p=0.570

C

0

0,2

0,4

0,6

0,8

0 1 2 3 4

FR
E

T 
in

de
x

relative acceptor intensity

LimaCS

DMSO
Cyto B

p=0.592

D

0

0,2

0,4

0,6

0,8

0 1 2 3 4

FR
E

T 
in

de
x

relative acceptor intensity

LimaTS
DMEM
Y-27632

p=0.224

E

0

0,2

0,4

0,6

0,8

0 1 2 3 4

FR
E

T 
in

de
x

relative acceptor intensity

LimaCS

DMEM

Y-27632

p=0.367

F

LimaTS LimaCSno inj.
A

normal

bent axis

B C

72 69 70

2 1 2

0%

20%

40%

60%

80%

100%

no inj. LimaTS LimaCS

bent axis

normal

Suppl. Fig. 1. Relative acceptor intensity versus FRET index plots of HeLa cells. Relative acceptor intensity versus FRET index plots of HeLa 
cells expressing LimaTS or LimaCS. (A,B) With no treatment. (C-F) With Cytochalasin B or Y-27632 treatment. The p values in graphs are the results 
of t-test comparing the acceptor intensity distribution of each plot. These plots show that the statistical significance of FRET index indicated in Fig.2 
did not resulted from the difference of acceptor intensity distributions even in the presence of weak negative correlation between acceptor intensity 
and FRET index.

Suppl. Fig. 2. Phenotypes of embryos injected with sensor mRNA. (A) Phenotypes of embryos injected or not with sensor mRNA at St.37-38. 
Scale bar, 1 mm. (B) Representative embryos showing normal or bent axis phenotype. (C) Percentage of each phenotype is shown in bar graphs. The 
numbers in bars are the embryo numbers observed.


